Transcriptome analysis BASECLEAR
order Form

Client Invoice Department
Name of sender: Administrator:
Institute / Company: Invoice department:
Department: Invoice address:
Shipment address: Zip/City:

Zip/City: Country:

Country: e-mail address:
e-mail address: Phone number:
Phone number: VAT #:

Fax number: Your order #:

Other contact Quotation #:
person:

e-mail address: Year contract #:

ORDER (please use the sample sheet)

THE FOLLOWING OPTIONS ARE AVAILABLE, PLEASE INDICATE YOUR CHOICE ON THE SAMPLESHEET:

¢ RNA-Seq, Sequencing of the transcriptome, starting with the creation of cDNA
. DGE, Digital gene expression

RESULTS (I would like to receive my results as following)

O Courier:
(see pricelist for additional costs)

[ alignment files on DVD(BC-111)
[] sequence data on Hard disc (BC-112)

I accept the general terms and conditions of To be filled out by BaseClear:
BaseClear*

Name

Project Code
Signature : Date of registration : _ _ / _ _ / _ _ _ _
Date HE A A

*Our General Terms and Conditions apply to all projects BaseClear carries out and can be downloaded from our
website (www.baseclear.com/labservices/terms conditions).

BaseClear B.V. P.O. Box 1336 Einsteinweg 5 T +31715233917 W www.baseclear.com
The Netherlands 2302 BH Leiden 2333 CC Leiden F +31 715235594 E info@baseclear.com



Transcriptome analysis BASECLEAR
order Form

SAMPLES

All samples sent to BaseClear must have a completed order form included.

RNA

The quality of the RNA samples will be checked in BaseClear, the RNA must have a RIN value of 8.0 or greater.
We need at least a total of 10 ug of RNA to perform the analysis. Always send any prepped material on dry-ice
to baseclear and by courier.

SAMPLE NAMING

All samples should have a unique sample-name by which you can identify the sample. This name will also be
used in the filenames of the results for easy identification. Make sure you use short filenames.

TERMS OF DELIVERY

The genome analysis service includes a quality check on incoming DNA and RNA samples. In cases when
samples do not pass our criteria, we will notify you before continuing with sequencing. Depending on the
client’s choice of analysis a guaranteed quantity of sequence data will be provided, For internal reference and
control, a standard reference sample is always included on each sequencing run. If the sequence data to be
analysed is to be aligned against a reference sequence this must be provided by the customer. Also when, due
to client mistakes, additional work has been performed and/or extra costs have been made, BaseClear has the
right to charge the client for those cost.

BaseClear B.V. P.O. Box 1336 Einsteinweg 5 T +31715233917 W www.baseclear.com
The Netherlands 2302 BH Leiden 2333 CC Leiden F +31 715235594 E info@baseclear.com
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Transcriptome analysis
order Form

Length of
sequence run
18 bp
36 bp

Type of sequence
run
RNA-SEQ (RS)
DGE NLAIII (DN)
DGE DPNII (DD)
Small RNA (SR)

Concentration
In ng/ul
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Sample type
DGE Prepped RNA

RNA (R)
(DR)
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